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Abstract 

 

The following paper includes a synthesis of bibliographical information regarding the main diseases caused by 

coronaviruses, both in animals (companion and domestic) as well as in humans, observing the imprevisible tendencies 

of this viral family. These data are completed by an epidemiological analysis of the main events caused by 

coronaviruses in humans, using the available databases.  

Coronaviruses are worldspread entities, producing, in humans and animals, the most diverse diseases, with digestive, 

respiratory or nervous symptoms in animals, some forms being very serious and with special economic implications and 

others mild or even clinically unexpressed; in humans, the symptoms are predominantly respiratory, in some cases 

beginning with digestive signs and the complications that occur may be neurological in nature. Over the years, 

especially since 2002 (SARS-CoV), continuing with 2012 (MERS) and more recently, from 2019, culminating with 

SARS-CoV-2, it has been possible to identify the trend of zoonotic transmission (from animal to human), with a 

particularly high pathogenic potential of these viruses, which have different rates of morbidity and mortality. Another 

interesting aspect is the fact that cases of anthropozoonotic transmission (from human to animal) have been reported, in 

the case of pets, but also of fur animals (minks). 
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INTRODUCTION 

 

The first coronavirus, the avian infectious 

bronchitis virus, was isolated from chicken eggs 

in 1937. The transmissible swine gastroenteritis 

virus and the mouse hepatitis virus were 

subsequently identified from swine and mouse 

samples in the 1940s. In the following decades, 

while human coronaviruses were discovered in the 

1960s, other animal coronaviruses, such as 

porcine hemagglutinating encephalomyelitis virus 

(1962), feline coronavirus (1970), canine 

coronavirus (1971), bovine coronavirus (1973), 

turkey coronavirus (1973), porcine epidemic 

diarrhea virus (1978) and porcine respiratory 

complex virus (1984) were also discovered. To 

study coronaviruses, various reverse genetics 

systems have been established and implemented 

since 1992 to understand viral replication, 

elucidate virus-host interaction, and the 

pathogenesis process, so that the discovery of new 

coronavirus vaccines is facilitated [1]. Thanks to 

the next generation high throughput sequencing 

technology, which was discovered in 2005, its 

application in virology paved the way for a new 

era of coronavirus discovery. Thus, several 

emerging coronaviruses, such as swine 

deltacoronavirus, have been identified (2009) and 

characterized (2014) [2].  

In some circumstances, coronaviruses can 

be transmitted from animals to humans, adapt to 

the human species and then spread to the human 

population without the subsequent involvement of 

animals. Therefore, in humans, infections with the 

following coronaviruses have been described: 

Severe acute respiratory syndrome coronavirus, 

Severe acute respiratory syndrome coronavirus 

type 2, Middle East respiratory syndrome 

coronavirus, and Human coronavirus -229E, -

NL63, -OC43 and -HKU1. The most recent 

human Coronavirus infection is COVID-19, 

produced by SARSCoV-2, declared a pandemic 

by the World Health Organization on March the 

11th, 2020. In animals, the following 

coronaviruses are more important: Bovine 

coronavirus (BCV), Equine coronavirus (ECoV), 

Transmissible gastroenteritis coronavirus of pigs 

(TGEV), Porcine respiratory coronavirus (PRCV), 

Porcine epidemic diarrhea virus (PEDV), Porcine 

hemagglutinating encephalomyelitis virus 

(PHEV), porcine acute diarrhea syndrome virus 

(SADS-CoV), Porcine deltacoronavirus (PDCoV), 

Canine enteric coronavirus (CCoV), Canine 

respiratory coronavirus (CRCoV), Feline 
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