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Abstract 

Hepatitis E virus (HEV) has been confirmed within the landscape of the European food industry, representing a 

significant factor in the dissemination of HEV among European citizens. Food-borne transmission of HEV appears to 

be a major route in Europe, with pigs and wild boars being the main source. The results of this study highlight an 

overall HEV seroprevalence of 12.8% (95%CI: 7.95-17.75) in wild boars and the detection of HEV RNA in all three 

fresh pig liver batches sampled from a slaughterhouse in Iași County. Given the prevalent dietary preferences in 

Romania, pork stands out as a highly favored food choice among the populace. However, the popularity of pork also 

raises concerns, as there exists the occasional risk of contamination with HEV, presenting a potential threat to consumer 

health. Ongoing surveillance, regulatory measures, and public awareness initiatives collectively may represent a 

comprehensive strategy to protect the consumers and ensure the safety of pork products in the market.  
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INTRODUCTION 

Hepatitis E virus stands out as a prominent 

global contributor to acute hepatitis, holding the 

leading position among viral causes.  The family

Hepeviridae, Orthohepevirinae subfamily

comprises single-stranded RNA viruses organized 

into four distinct genera. Among these, only 

strains within the Paslahepevirus (HEV) and 

Rocahepevirus (RHEV) genera have exhibited 

zoonotic potential, posing a significant health 

threat (Purdy et al, 2022). Within the 

Paslahepevirus genus, two species, P. balayani 

and P. alci, exist. The P. balayani species further 

delineates into eight genotypes (HEV A1-8) based 

on the host species it infects. Genotypes 3 and 4 

are identified in pigs; 3, 4, 5, 6 in wild boars; 3 in 

rabbits, mongooses, and deer; 4 in yaks; and 7 and 

8 in camels (Ahmed et al, 2023). The expanded 

host range indicates the high variability of these 

HEV strains and their zoonotic potential.

Five HEV genotypes (HEV1-4 and HEV-7) 

are recognized to induce hepatitis in humans. In 

low-income countries, during epidemics, the fecal

contamination of water reservoirs serves as the 

source of infection for genotypes 1 and 2.

Fig. 1 Taxonomy and structure of 

Hepeviridae family

Autochthonous hepatitis E in the developed

world primarily results from HEV-3 transmission 

occurring through the consumption of 

undercooked pork or cervid meat, especially the 

liver of these animals, and also through contact 

with contaminated animals. More recently, it has 

been demonstrated that the environment can be 

contaminated by zoonotic sources. Other foods 

such as salads, field raspberries, or shellfish 

(mussels, oysters) are potential sources of 

contamination. The frequency of human clinical 

forms associated with HEV infection is not 
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