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Abstract 

 

Antimicrobial resistance of pathogenic E. coli impacts the swine industry due to the limited treatment options and growing 

public health concerns caused by potential transfer of antimicrobial resistance genes into the food chain. The study was 

carried out throughout the whole year; the samples were collected from the small intestine following necropsies performed 

in young pigs. From a laboratory database, 78 samples were positive for E. coli and were sampled and processed in order 

to describe the AMR following a classical microbiological exam. Each sample was cultured on selective media (Mac 

Conkey Agar) and antibiograms were performed using MicroScan Walk Away System. The antibiogram examinations 

were performed for 20 antibiotics and the results were presented in the form of the following categories: resistant, 

intermediate, susceptible. In 4 of the 20 antibiotics tested, the bacterial agent showed a sensitivity of over 85% and in 6 

of the 20 antibiotics, it showed resistance of over 85%. On average, 47.8±37% of E. coli showed sensitivity to the 20 

antibiotics tested and 48.5±38% resistance; 3.2±4% were classified as “intermediate”. Similarities were noted in terms of 

sensitivity and resistance between the antibiograms from animal E.coli versus human E.coli. The same sensitivity was 

observed in 5 of the 20 antibiotics, and in 3 of the 20 antibiotics we noticed common resistance, but a future molecular 

biology analysis will be performed in order to identify the genes associated with AMR. 
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Introduction 

 

Escherichia coli produces a series of 

diseases among pigs, generating serious losses both 

at the farm level and through possible transmission 

to humans. Swine colibacillosis is a multifactorial 

syndrome caused by Escherichia coli which 

exhibits three main disease conditions, namely, 

oedema disease, neonatal diarrhoea and post-

weaning diarrhoea. Each of them can be 

differentiated through their pathogenesis, age-

range of the affected animals, and the involved 

pathotype: Shiga toxin–producing E. coli (STEC), 

enterotoxigenic E. coli (ETEC), and atypical 

enteropathogenic E. coli (aEPEC). (García-

Meniñoet et a, 2020; Abubakar R. H. et al, 2017; 

Fairbrother J. M. et al, 2012, Moga et al. 2001) 

Antimicrobial resistance of pathogenic E. 

coli impacts the swine industry because of limited 

treatment options and growing public health 

concerns due to the potential transfer of 
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antimicrobial resistance genes into the food chain. 

(Fairbrother J. M. et al, 2012; MISUMI W. et al, 

2021; Borow et al, 2022) 

The aim of the research was to describe in a 

transversal survey the sensitivity and resistance of 

E. coli to 20 types of antibiotics. The similarity 

between human and animal E. coli cases was also 

observed 

 

Materials and methods 

 
Animals sampling: The farm – a unit 

specialised in pig farming with a closed circuit. By 

clinical anamnesis of young pigs (aged between 4 

and 11 weeks), the cadavers were selected for 

necropsy. Only cases with morphopathological 

signs were selected for microbiological exam. The 

samples were taken from the small intestine after 

the necropsy examination. 

One sample was taken from an employee of 

the farm (who had direct contact with animals). The 

urine sample was taken because of their very 

frequent urinary infections, and then processed at 
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OBSERVATIONS ON SENSITIVITY AND AMR OF E.coli IN 
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