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Abstract 

 

The testing of some spring naked oat lines (Avena sativa ssp. nudissativa) from the collection of the Suceava Plants 

Genetic Resources Bank in the pedoclimatic conditions of the Ezăreni farm in Iași county aimed to evaluate some 

morphological characters used both as descriptors by the Gene Banks, as well as component elements of the production 

capacity, in order to carry out a breeding program for this species. Thus, for the five lines tested, the values of 

morphological characters such as plant height, number of siblings per plant, number of spikelets per panicle, number of 

seeds per spikelet, number of seeds per plant and weight of seeds per plant were determined. The data were used to 

evaluate the intra-population variability (means, amplitude of variation and coefficients of variation) and inter-

population (means and amplitude of variation), the results highlighting a pronounced variability for all the analyzed 

characters, both at the intra-population and inter-population level.  
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The valuable nutritional properties of oats, 

both for humans and for animals, make this crop 

occupy, globally, the seventh place within the 

cereal group, the most extensive areas being 

located in the northern hemisphere (Murariu D. et 

al., 2017). Along with the nutritional value given 

by the content in proteins, vitamins, lipids and β-

glucan (Shvachko N.A. et. al., 2021) and the high 

degree of digestibility, which recommends it for 

the nutrition of sick people or children (Bityutskii 

N. et al., 2019; Martinez et. al., 2017), oats can 

create added value by growing them in areas with 

pedoclimatic conditions less favorable for other 

crops or for new directions of use, such as the 

production of bioethanol (Skiba E.A. et al., 2017). 

The world germplasm collections of the Avena 

genus include over 200,000 samples, most of them 

preserved in gene banks in Canada, the USA, 

Russia, Israel (Germeier C.U., 2008), of which 

about 1% belong to the nude form (Avena sativa 

ssp. nudissativa). The Suceava Plants Genetic 

Resources Bank maintains around 800 oat samples 

in its collection, most of them being represented by 

local populations (Murariu D. et. al., 2019). 

Evaluation of the productivity and adaptability of 

germplasm sources in different environmental 

conditions could allow a selection of valuable 

forms for future breeding programs in this species. 

 

MATERIAL AND METHOD 

 
The biological material tested consisted of 

five naked spring oat lines (Avena sativa ssp. 
nudissativa) from the collection of the Plant 
Genetic Resources Bank Suceava. 

In order to evaluate their behavior in the 
conditions of Iași County, they were sown in 2021 
at the Ezăreni farm, in adjacent plots, in three rows 
with a length of 3 m and at a distance of 25 cm 
between the rows. 

The sowing was done in the first decade of 
April; the harvesting of the plants was carried out in 
the last decade of July. From each line, 10 plants 
were retained for biometric determinations in order 
to evaluate the following morphological descriptors: 
plant height, number of tillers/plant, number of 
spikelets per panicle, number of seeds per 
spikelet, number of seeds per plant, seed weight 
per plant and 1000-grain weight (TKW). 

For each of the five naked spring oat lines, 

the average values (Ⴟ), the amplitude of variation 

and the coefficients of variability (s%) of the 
studied morphological characters were calculated, 
data that were then used to evaluate the variability 
of these characters at the interpopulaţional level. 


